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Incorrect.

 
 
 
 

Correction to: Elashi et al. BMC Medical Genomics 
(2014) 17:115
https://doi.org/10.1186/s12920-024-01855-1.

Following the publication of the original article, the 
author notified that there were errors in Supplemen-
tary Fig. 1A. Two values need to be corrected to match 
the significant figures mentioned in the corresponding 
text in the article, while another value also needs to be 
corrected.
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The online version of the original article can be found at https://doi.
org/10.1186/s12920-024-01855-1.
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Correct.

The original article has been corrected.
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