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CORRECTION Open Access

Correction to: Predicting drug response of ®
tumors from integrated genomic profiles
by deep neural networks

Yu-Chiao Chiu', Hung-l Harry Chen'”, Tinghe Zhang?, Songyao Zhang®?, Aparna Gorthi', Li-Ju Wang’,
Yufei Huang®*" and Yidong Chen'*

Check for
updates

Correction to: BMC Medical Genomics 2019, 12(Suppl 1):18.
https://doi.org/10.1186/s12920-018-0460-9

Following publication of the original article [1], the au- ~ Published online: 12 August 2019
thors provided an updated funding statement to the art- g terence

icle. The updated statement is as follows: 1. Chiu et al. BMC Medical Genomics 2019, 12(Supp! 1):18. Predicting drug
response of tumors from integrated genomic profiles by deep neural
networks https://doi.org/10.1186/512920-018-0460-9.
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